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Analyzing protein interaction networks via pathway schemas

- Interactome Networks 2006, Hinxton, UK

- Moscow Seminar on Computational Biology, 2006

- NCBI Computational Biology Branch seminar, 2007

- Moscow Conference on Computational Molecular Biology (MCCMB) 2009

Whole-proteome prediction of protein function via graph-theoretic analysis of
interaction maps
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- PICASso seminar, Princeton University, 2005
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